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Areas of High Endemism

(Randall 1998, 2001, 2005, 2007; Allen 2008)



Areas of High Endemism (shore fishes)

Hawaii 

612 species

25% endemism

(Randall 1998, 2001, 2005, 2007; Allen 2008)



Easter Island 

126 species

22% endemism

Areas of High Endemism (shore fishes)

(Randall 1998, 2001, 2005, 2007; Allen 2008)



The Marquesas

415 species

12% endemism

Areas of High Endemism (shore fishes)

(Randall 1998, 2001, 2005, 2007; Allen 2008)



Areas of High Endemism



Areas of High Endemism

Marquesas



Depth range 1 - 265 m 1 - 40 m 

Age at sexual maturity             2 years ?

Generation time 3.7 years ?

Reproductive mode broadcast spawner              broadcast spawner

Lutjanus fulvusLutjanus kasmira

Study Species
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N = 370 

50
49

47

4931

34

19
34

35
15 Marquesas



Lutjanus fulvus
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Lutjanus kasmira

Overall ūST = 0.29***

ūST = 0.01-0.06

Cyt b 475 bp



Lutjanus kasmira

Overall ūST = 0.29***

ūST = -0.01ns

Cyt b 475 bp



Lutjanus kasmira

Overall ūST = 0.29***

Marquesas

ūST = 0.52 ï0.63***

Cyt b 475 bp



Lutjanus kasmira

Overall ūST = 0.014*

Cyt b 475 bp



Lutjanus kasmira Cyt b haplotype network

Seychelles

Okinawa



d = 0.45 ï0.47%

Seychelles

Okinawa

Lutjanus kasmira Cyt b haplotype network



Lutjanus fulvus

Overall ūST = 0.64***

Cyt b 480 bp



Lutjanus fulvus

Overall ūST = 0.64***

Marquesas

Cyt b 480 bp



Lutjanus fulvus

Overall ūST = 0.64***

Pairwise ūST = 0.09 ï0.31

Cyt b 480 bp



Lutjanus fulvus

Overall ūST = 0.64***

Marquesas

Pairwise ūST = 0.64 ï0.90

Cyt b 480 bp



Lutjanus fulvus

Overall ūST = 0.11***

Cyt b 480 bp



Lutjanus fulvus Cyt b haplotype network



Lutjanus fulvus Cyt b haplotype network

d = 0.63 - 1.08%



Schultz et al. 2007

Craig et al. 2007

No genetic break 

at the Marquesas
Centropyge loriculus

Myripristis berndti

The Marquesas Islands

Marquesas



Schultz et al. 2007

Craig et al. 2007

Gaither et al. unpublished data

No genetic break 

at the Marquesas
Centropyge loriculus

Myripristis berndti

The Marquesas Islands

Marquesas

Centropyge loriculus
Cephalopholis argus



Planes & Fauvelot 2002

Significant genetic break 

at the Marquesas

Acanthurus triostegus 

The Marquesas Islands

Marquesas



Planes & Fauvelot 2002

Significant genetic break 

at the Marquesas

Lutjanus kasmira

Lutjanus fulvus

Acanthurus triostegus 

The Marquesas Islands

Marquesas

Gaither et al. in press



The Marquesas Islands

Marquesas



1. Geographic Isolation

2. Unique environmental conditions

3. Position in the Southern Equatorial Current

Proposed Mechanisms


