copyright by underwaterpicture.com

Global genetic survey reveals a cryptic,
temporally unstable evolutionary lineage in

Sphyraena barracuda
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Great barracuda (Sphyraena barracuda)

A Largest of the 18-20 known barracuda sp.
A Reef-associated but found offshore (0-100m depth)

A Dispersal not limited to larval phase
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The current study

Bali, Indonesia

A J. Randall observed
color differences
between Pacific and
Atlantic

A No meristic changes
(but low sample size)
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St. Croix, US Virgin Islands

B i B
B bk SRR
. S
RO ]
= - &







Methods

A 629 bp of cytochrome b region of mtDNA sequenced
from rangewide tissue samples

A Phylogenetic network software (PAUP*, TCS) and
AMOVA to examine variation between sequences
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Neighbor-joining tree

0.95-1.9% divergence
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0.6% divergence ® Indo-Pacific

E. Atlantic
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Ust
Global =0.709, P < 0.0001
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Ust
Within the Indo-Pacific = 0.080, P = 0.011
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Uus-t
Indo-Pacific without Hawaii = 0.039, P =0.171 (NS)
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